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– 62 are “live”

– 43 are “snapshots”



Collections (105 institutions)



~192K type specimens representing ~46K taxa!

transcribed records
- 3,948,394 (62%) (locality)      

- 4,183,463 (66%) (sciname, country, recordedBy, eventDate)

- 5,789,892 (92%) (sciname, country) * 29,374 (0.5%) = Expert Required



491 exsiccate titles





Peer-reviewed publications citing the MyCoPortal

*51 publications in 29 journals since 2012
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– 2.2M fungal records

– 44,488 fungal taxa in Canada, 
Mexico and USA

– almost half are type specimens

– 20,254 are macrofungi





Symbiota Sequence Submission Tool

User Profile info Specimen 
metadatarDNA Sequence

Send to GenBank





The “Extended” or “Next-generation” specimen

beyond the physical specimen…

Provide linkages to associated data:
- * Genetic (sequences and genomes)
- * Phenotypic (observational data)
- * Environmental (biotic interactions and abiotic data)
- * Media (images, videos, blogs)
- $ Life histories (ecological data)
- $ Publications (H-index)

* MyCoPortal developed
$  planned development





https://fungi.fieldguide.ai

Fieldguide employing AI and ML technology



https://fungi.fieldguide.ai

Fieldguide employing AI and ML technology

– Need ~100 ”good” images for machine learning
- 30 images minimum
- NAMP could serve as a resource to provide images

– Cryptic species (morphologically identical images to human eye)
- ~80% accuracy in distinguishing genetic species
- unknown what computer program is using to identify taxa

first-nature.com mykowebe.com



Lesson learned

balance between quantity and quality



https://www.redbubble.com


