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Outline

• Cyberinfrastructure

– Web portal

– Portal

– Appliances

– Research applications

• Data

– Ingestion

– Use

– Integration 
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Evolution of iDigBio capabilities
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Increasing storage and server  hosting in support of the above

Increasing number of appliances in support of the above

Web site for interaction with public, community, education and above
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iDigBio Website
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Search across all data, all/individual fields, customize, 
use autocompletion, synonyms,… 
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View search results as table, labels, images…
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Results mapped/rendered and downloadable 
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Specimen record page with details, info on 
associated media, georeference and provider
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Media records with metadata, other media, provider, 
links to specimen record, data set …
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Publishers page with record counts, links to 
provider details
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Recordset page with provider info, record counts, 
links to search and raw data
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Over 300 publishers, 27M specimen records, 4.3M media records
Publishing technologies: IPT, Symbiota, RSS (DwC-a, CSV)

Media data using Audubon core terms
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• IPT – RSS of DwC-A
• Specify, EMu, Arctos, 

VertNet Migrator, etc.
• Symbiota portals – RSS of 

DwC-A
• iDigBio Feeder – DwC-A, 

CSV, …

If you can export specimen 
data from your database/ 
spreadsheet into DwC-A (or 
even CSV), then you can 
share data with iDigBio.

The what and how of data ingestion
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Architecture Components
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iDigBio infrastructure (54 servers): Proxy/load balance (2); Portal (5); API 
(5); Media API (10) Celery task (5) Ceph Object Storage (3) CSV generators 
(3), Redis cache (3), Application and database (18)
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Appliances, e.g. upload of images and Specify package
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• Reliable approach to upload batches of images with metadata

• Upload starts with CSV file with image paths, identifier, and metadata

• Successfully helped users to upload 290,000+ images.
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Upload Images with CSV File

• Upload starts with CSV file with image paths, 

identifier, and additional metadata

• 10 threads used to speed up transmission.
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CSV File Generation

• Appliance helps users generate a CSV file (with GUID and 

path) for all images within a directory hierarchy

• Optionally, users can manually edit or define new metadata 

fields in the CSV file
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Viewing the History

• The local upload history can be viewed/saved to CSV files

• Current upload results are also shown after each upload
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Specify Appliance

• Appliance packages Ubuntu 12.04 LTS, MySQL, 

Java 7, Specify 6.5, Demo database

•User installs 

free software 

and appliance 

from iDigBio
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iDigBio Research Section

• Expanding: https://www.idigbio.org/research

Links to TCN research

List of iDigBio publications

https://www.idigbio.org/research
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iDigBio Research Tools

• https://www.idigbio.org/content/community-research-tools
• Welcome your contributions!

https://www.idigbio.org/content/community-research-tools
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PhyloJIVE instance in iDigBio (biodiversity data + phylogeny)

• Developed by Garry Jolley-Rogers, Joe Miller, and Temi Varghese
• Displays phylogenetic trees in Newick format
• Displays up to 10 characters (traits); color scale indicates numerical intensity/categories
• Tree branches colored per predicted first character, calculated via reverse parsimony
• Integrated w/iDigBio search and mapping; linked to other sites (ALA, EOL, DiscoverLife)
• User-created trees/characters, sample trees, canned searches,…
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Research tools integrated with iDigBio

• PhyloJIVE + OpenTree + iDigBio

• OpenRefine + OpenTree + iDigBio

• Arbor + OpenTree + iDigBio

• Others – contact Andrea Matsunaga 
(ammatsun@ufl.edu) if you are interested in 
integration of your research tool(s)

• See Demos and attend Discussion Sessions

mailto:ammatsun@ufl.edu
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