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What is VEuPathDB?

NIH-NIAID Bioinformatic Resource Centers



But we still will do the same things



‘Omics in VectorBase

● Home of 43 genomes comprising Aedes (2 spp), Anopheles (19),

Glossina (6), sand flies (2), a Culex mosquito, (intermediate host)

snail, bedbug, tick, body louse, kissing bug, mites and biting flies.

● Assembled transcriptomes for 20 species

● RNA-Seq data (or non-assembled transcriptomes) are available for

34 species

● Transcript data obtained under different experimental conditions

for 19 species, with 40+ each for Ae. aegypti and An. gambiae

● Several proteomic experiments



VectorBase still exists but 

is part of a larger project

Expect similar data types 

across the sites



Image gallery 



MapVEu

http://www.vectorbase.org/popbio/map

http://www.vectorbase.org/popbio/map


PopBio → MapVEu









Anopheles gambiae

genus Anopheles      VbSp: 00001

VbSp: 00002



Anopheles gambiae species complex

genus Anopheles      VbSp: 00001

VbSp: 00002

Anopheles gambiae s.s. VbSp: 00003

Anopheles arabiensis VbSp: 00004



Anopheles gambiae species complex

genus Anopheles      VbSp: 00001

VbSp: 00002

Anopheles gambiae s.s. VbSp: 00003

Anopheles arabiensis VbSp: 00004

M-Form VbSp: 00005



Anopheles gambiae species complex

genus Anopheles      VbSp: 00001

VbSp: 00002

Anopheles gambiae s.s. VbSp: 00003

Anopheles arabiensis VbSp: 00004

Anopheles coluzzii VbSp: 00005

https://www.vectorbase.org/organisms/anopheles-coluzzii




Morphological group



Complex

Other species many surveillance

groups lump together



subspecies

Hybrid subspecies

How do we want to reflect complexes, groups, & 

subspecies?



Orgins of VectorBase species ontology

http://mosquito-taxonomic-inventory.info



Other government taxon keys


