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Learn how to find, manipulate, combine, 

and use occurrence and tree data in 

biodiversity analyses
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Biological Objectives:

✓ Introduce different data sources (iDigBio, GBIF, SpeciesLink, 

RainBio, OpenTree, etc.) and data types (occurrence and tree)

✓ Showcase options for downloading data directly from portals
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Technological Objectives:

✓ Group retrieved data by taxonomy or other field type.

✓ Learn how to combine records from heterogeneous sources.
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1. Exploring Concepts: why do we need occurrence and tree data, 

and where can we find them? 

2. Demonstrations: how to download occurrence and tree data 

directly from portals. 

3. Exercises: practice automated ways of downloading and 

treating occurrence and tree data.

4. Session Summary, Q&A, and Discussion 
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Why do we need occurrence and tree 

data and where can we find them? 
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Occurrence data are essential for 

producing species distribution 

models, estimating phylogenetic 

diversity, and more!

Lat: -19.065
Lon: -98.6336111
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Tree data are essential 

for performing spatial 

phylogenetic analyses!
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Demonstration: how to download data directly from portals!

• Useful for smaller datasets

• Useful for demonstrations

• Useful as a teaching tool

• Easy to visualize the data
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“…speciesLink promotes free 
and open access to data, 
information, and tools…” 

most databases included are 
Brazilian
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“…database contains high 
quality georeferenced 

occurrences of vascular plants 
from sub-Saharan tropical 

Africa.”
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“Open Tree of Life aims to 
construct a comprehensive, 

dynamic and digitally available 
tree of life by synthesizing 

published phylogenetic trees 
along with taxonomic data.”
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What happens when there is a large dataset?

Should we download and treat 40,000 records

individually?

We use BiotaPhy tools to automate 

occurrence and tree data munging!
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Let’s put the automated framework developed by BiotaPhy to the test!

How to split and merge occurrence data by species:

3 steps:

✓ Data Preparation

✓ Run Tutorial

✓ Inspect Output

Input: occurrence records

Input: Wrangler configuration file

Input: Script parameter file
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Required 
parameter
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Optional 
parameters used
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Optional 
parameters used
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Optional 
parameters used
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Optional 
parameters 
NOT used
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Goal: (usually) produce a 
file per species 

containing occurrence 
data. SPLITTING FILES IS 

ESSENTIAL FOR 
FACILITATING SDMS!
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WE SAW THIS AS AN OUTPUT 
WHEN RESOLVING NAMES!
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Directory 
containing the 

output!
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Opening one of the folders 
contained in the output directory!

These columns are found in .dwca files 
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There are many columns in .dwca files, but the ones 
that will be relevant for now are the last three!
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REMEMBER! This output merged .dwca and 
.csv files. The .csv files will show as the entries 

containing only the last three columns!
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✓ There are multiple ways and repositories to access occurrence data.

✓ Phylogenetic trees can be obtained from the Open Tree of Life, as 
well as other sources.

✓ BiotaPhy tools enable automated data downloads of occurrences 
and trees.

✓ BiotaPhy tools split large data sets into species-specific data sets 
for SDM and other uses.
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Any questions?? 
Please use the chat to ask your questions!


